MSEAA SPKKVAPKKKPAAKKTADHPKYVDMIKAA IATLK ERGGSSRQAITKYIHANYKVAEN SDHHLKMALKRGVTSGDLIQ TKG TGA SG SFKLGQVKK EK PKKKVAAKK PTAKK PAAKK STPKKKAAKK STPKKAAKKPAAKKASAKKPAAKK PTKK PVAKK PAAKKVKK TPKKAKK TAKK
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MVAAKKNADHPLFIEMISAA ITALK ERKG SSRQAIVKYIKANYKVGDNVETVVKMTLKRN IG-GRLVQ TKG TGA SG SFKLSAPAAKKP----AAKKPAAKK PAAKKAVAKKPSAKK -TPKKTTT--ATKKKTPKKAAKKTPTKK SPAKKAVKKSKAKK TP TKK SKK
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MSGRGKGGKAKAKAKTRISSRAGILO FPVGRVHRFLR ~-RGHYANRIG SGAPVYLAAVLEY LSAEILELAGNAARDNKKARIIPRHLOLAVRNDEELNKLLSGV TIAAGGVLPN IQAVLLPKKNDKGQKK
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MSG---RGKSKAQRVSISTRAGTIFPVSRIRRYLK-GCTHHQRIAVGAPIYQAAVMEYLSAEILELAGNAARDNKRTRITPRHILLAVANDEELNKLLKNV TIPAGGVMPHIQPELLKRKDGGKFVVPKNDAAVRAALQKAKNAG IQKAKNKPKPVVKAKAPVASKSPVKKVTTPKKKAESKGSDSIAVLSEK TLFLGOQKLTIVQGNMESLKCDALVHPTNA TFN TTGGVGAALLKVGGEDLKKNIIALHESHGDLAYATALIGEAPNLQAKHIIHVY SPVWGKGKAEDDLETVVKNALTIADEKNIATIAFPSIGSGVNQFPKQ TAAQTILKAISNYFVTVVTSSLRQIYFVLHDMESIGVYSLELARLETSENK
MSGRGKGGKSKAKAKSRSSRAGIO FPVGRIHRFLR ~-RGHYANRVG SGAPVYLAAVLEY LSAEILELAGNAARDNKKARIIPRHLOLAVRNDEELNKLLSGV TIAAGGVLPN IQAVLLPKKTTKGK SSQ SQEY
MSGKGKGKGHLIHHKNRRTRSQMAGVO FPVGRLHRMLK -KGHYADRIG SGAPVYLAAVLEYLTAEILELAGNAARDNKRIRIVPRHLSLA IRNDEELNDLLKGV TIAEGGVLPNIQSALLPKKSMKSSSKDGVQ SQAY

peptide identifying H2A.X.2/H2A.Z
unique peptides

MAGGKAGKDSKPKTKSTSRSARAGILO FPVGRIHRY LK SRSTNKGRVGATAAVYSAAILEY LTAEVLELAGNASKDLKVKRISPRHLOLA IRGDEELDLLIK-ATIAGGGVIPHIHK SLIGKKGAKPT

MSDAAAKGGKQA PKVAKKGEKRAGKKGG--KIGGTGEKKRKKKRKESYAIYIYNVILKOQVHPDVGV SSKAMSIMN SFVNDIFER IASEASRLALQNKKSTISSREIQ TAVR LLLPGELAK HAV SEG TKAVTKYTS SK

PDHDRRD>>>A >
VIR W—

MAGSPRKGSP----- KKA SSRAASPKRAASPKRGG SPKRGG SPAKKGKA IKKAGKRKTNKKATTKRRRSRRESYGMY IYKVILKOQVHPDVGISSKAMSIMNSFVNDIFERLAGEA SKLAHHNKLRTISSREVQ TSVRLLLPGELAK HAVSEG TKAVTKYTS SR
MAGSPRKG SPRKG SPKKA SSRAASPKRAASPKRGG SPKRGR SPAKKGKA IKKAGKRKTNKKGTTKRRRSRRESYGMY IYKVIKQVHPDVGISSKAMSIMN SFVNDIFER IAGEA SKLAHHNKLRTISSREVQ TSVRLLLPGELAK HAV SEG TKAVTKYTS SR
MSHSNKVLLQLKVFVHDFVDMASDKTLKRKVITNKRVQKKPRKRKESYSTY IYK ILKQVHPDVGM SNE SMK IMN SFVLDV FDRIAGEAQKLAADNN SQTVSAKEIQ TAVTLLLPGELAR HAV SEG TKAVSKYKM SK

peptides identifying the specific sub-groups H2B.3/4 and H2B.5/6
peptides identifying H3/H3.3s
H => uniquely identified

. MA SPRKG SP---- - KKGSPKK TSRAASPKRG-SPKKG-——-— KGMAAKKGGVRKGAKKNA TKRRRSRRESYG IY IYKV LKOVHPDVGISSKAMN IMN SFVNDIFER LAG EA SRLA HHNKKQTIASR EVQ TSVR/LLLPGELAK HAV SEG TKAVTKY T S SK H=> uniquely grouped

. MA SPRKG SPRKGSPKKGSPKK TSRAASPKRG-SPKKG- - - - KGMAAKKGGVRKGAKKNA TKRRRSRRESYG IY IYKV LKOVHPDVGISSKAMN IMN SFVNDIFER LAG EA SRLA HHNKKQTIASREVQ TSVR LLLPGELAK HAV SEG TKAVTKY TS SK H => no identified by mass-spec
N MARTKQTARK STGGKAPRKQLATKAARKSAPATGG - - —= - - VKKPHRYRPGTVA IR E IRRYOK STELLIRK LPFOR LVR[ETAQDFKTDLR FOS TAVMA LQEA SEAYLVGLFEDTN LCA T HAKRV TIMPK DIQ LARR IRG ERA
3.1 MARTKQTARK STGGKAPRKQLATKAARKSAPSTGG - —— - - VKKPHRYRPGTVATR E IRRYOK STELLIRK LPFOR LVRETAQDFKTDLR FOSAAIGALQEAAEAYLVGLFEDTN LCA THAKRV TIM PK DIQ LARR IRG ERA
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MVKTKTTK SPRTLKKAMKSPVVTSTPMTGKGNKKRRRLSSGGRESTDEETPKRRRTHPGTRALKEIRFYQRSTHFLIPKLSFCRLVKETINKSAYRQDFRIQ SKALEALQEAAEAFLIRFLEDTNLCAIHARRVTIFPKDMNLVKM LKHEQ LFNALEE
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MSGRGKGGKGLGKGGAKRHRKILRDN IQG ITKPA IRR LARRGGVKRISGLIYEETRGVLKVFLENVIRDAV TY TEHAKRKTVTAMDVVYALKRQGR TLYGFGG



